NOTICE TO COMPLY WITH REQUIREMENTS FOR PATENT APPLICATIONS CONTAINING 
NUCLEOTIDE SEQUENCE AND/OR AMINO ACID SEQUENCE DISCLOSURES 

The nucleotide ancl/or amino acid sequence disclosure contained in this application does not 
comply with the requirements for such a disclosure as set forth in 37 C.F.R. 1.821 - 1 .825 for the 
following reason(s): 

□ 1. This application clearly fails to comply with the requirements of 37 C.F.R. 1 .821-1 .825. Applicant's 
attention is directed to these regulations, published at 1 114 OG 29, May 15, 1990 and at 55 FR 
18230, May 1,1990. 

□ 2. This application does not contain, as a separate part of the disclosure on paper copy, a "Sequence 
Listing" as required by 37 C.F.R. 1.821(c). 

jj 3.A copy of the "Sequence Listing" in computer readable form has not been submitted as required by 



37 C.F.R. 1.821(e). 



4. A copy of the "Sequence Listing" in computer readable form has been submitted. However, the 
content of the computer readable form does not comply with the requirements of 37 C.F.R. 1 .822 
and/or 1 .823, as indicated on the attached copy of the marked -up "Raw Sequence Listing." 
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and/or unreadable as indicated on the attached CRF Diskette Problem Report. A Substitute 
computer readable form must be submitted as required by 37 C.F.R. 1 .825(d). 

□ 6. The paper copy of the "Sequence Listing" is not the same as the computer readable from of the 
"Sequence Listing" as required by 37 C.F.R. 1 .821(e). 

|~J 7. Other: 



ApoHtant Must Provide: 

UY An initial or substitute computer readable form (CRF) copy of the "Sequence Listing". 

ni/An initial or substitute paper copy of the "Sequence Listing", as well as an amendment directing its entry 
L-J into^the specification. 

rn/A statement that the content of the paper and computer readable copies are the same and, where 
^ applicable, include no new matter, as required by 37 C.F.R. 1 .821 (e) or 1 .821 (f) or 1 .821 (g) or 
1.825(b) or 1.825(d). 

For questions regarding compliance to these requirements, please contact: 

For Rules Interpretation, call (703) 308-4216 
For CRF Submission Help, call (703) 308-4212 
Patentln Software Program Support (SIRA) 

Technical Assistance..... ..;:„.,. 703-287-0200 

To Purchase Patentln Software....... 703-306-2600 
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This Raw Listing contains the General 
Information Section and those Sequences 
containing ERRORS. 

(Joes Ne t C\ nil :v 

1 <no> c. Frank Bennett Corrector M ' iskette Neeuec 

2 Nicholas M. Dean 

3 Lex M. Cowsert 

4 <120> ANTISENSE MODULATION OF INDUCIBLE NITRIC OXIDE SYNTHASE EXPRESSION 

5 <130> RTS-0066 

6 <140> US/09/490,208 

7 <141> 2000-01-24 

8 <160> 182 



9 <210> 
10 <211 




11 <212> DN3T ' 

12 <213> Mus musculus 

13 <220> 

14 <221> mRNA 

15 <222> (1) . . . (4110) 

16 <400> 10 

17 ctgctttaaa atctctcggc cacctttgat gaggggactg ggcagttcta gacagtcccg 60 

18 aagttctcaa ggcacaggtc tcttcctggt ttgactgtcc ttaccccggg gaggcagtgc 120 

19 agccagctgc aagccccaca gtgaagaaca tctgagctca aatccagata agtgacataa 180 

20 gtgacctget ttgtaaagcc atagag atg gec tgt cct tgg aaa ttt ctg ttc 233 

21 Met Ala Cys Pro Trp Lys Phe Leu Phe 

22 15 

23 aag acc aaa ttc cac cag tat gca atg aat ggg gaa aaa gac ate aac 281 

24 Lys Thr Lys Phe His Gin Tyr Ala Met Asn Gly Glu Lys Asp lie Asn 

25 10 15 20 25 

26 aac aat gtg gag aaa gec ccc tgt gec acc tec agt cca gtg aca cag 329 

27 Asn Asn Val Glu Lys Ala Pro Cys Ala Thr Ser Ser Pro Val Thr Gin 

28 30 35 40 

29 gat gac ctt cag tat cac aac etc age aag cag cag aat gag tec ccg 377 
3 0 Asp Asp Leu Gin Tyr His Asn Leu Ser Lys Gin Gin Asn Glu Ser Pro 

31 45 50 55 

32 cag ccc etc gtg gag acg gga aag aag tct cca gaa tct ctg gtc aag 425 

33 Gin Pro Leu Val Glu Thr Gly Lys Lys Ser Pro Glu Ser Leu Val Lys 

34 60 65 70 

35 ctg gat gca acc cca ttg tec tec cca egg cat gtg agg ate aaa aac 473 

36 Leu Asp Ala Thr Pro Leu Ser Ser Pro Arg His Val Arg lie Lys Asn 
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i 7/: 


cag 


gec 


etc 


acc 


tac 


tec 


ccg 


gac 


ate 


acc 


aca 


ccc 


cca 


acc 


cag 


ctg 


2 7 2 9 


177 


Gin 


Ala 


Leu 


Thr 


Tyr 


Ser 


Pro 


Asp 


He 


Thr 


Thr 


Pro 


Pro 


Thr 


Gin 


Leu 




178 










830 










835 










840 






179 


ctg 


etc 


caa 


aag 


ctg 


gec 


cag 


gtg 


gee 


aca 


gaa 


gag 


cct 


gag 


aga 


cag 


2777 


180 


Leu 


Leu 


Gin 


Lys 


Leu 


Ala 


Gin 


Val 


Ala 


Thr 


Glu 


Glu 


Pro 


Glu 


Arg 


Gin 




181 








845 










850 










855 








182 


agg 


ctg 


gag 


gec 


ctg 


tgc 


cag 


ccc 


tea 


gag 


tac 


age 


aag 


tgg 


aag 


ttc 


2825 


183 


Arg 


Leu 


Glu 


Ala 


Leu 


Cys 


Gin 


Pro 


Ser 


Glu 


Tyr 


Ser 


Lys 


Trp 


Lys 


Phe 




184 






860 










865 










870 










185 


acc 


aac 


age 


ccc 


aca 


ttc 


ctg 


gag 


gtg 


eta 


gag 


gag 


ttc 


ccg 


tec 


ctg 


2873 


186 


Thr 


Asn 


Ser 


Pro 


Thr 


Phe 


Leu 


Glu 


Val 


Leu 


Glu 


Glu 


Phe 


Pro 


Ser 


Leu 





OIPE 



PA GE: 5 RAW SEQUENCE LISTING DATE: 02/15/2000 

PATENT APPLICATION US/09/490,208 TIME: 15:06:25 

Input Set: 1490208. RAW 



1 90 

J_ J u 


ft Q fi 










895 










900 








905 




1 Q 1 


agg 




tac 


tec 


ate 


age 


tec 


tec 


egg 


gat 


cac 


acg ccc 


acg 


gag 


ate 


2969 


-L y *u 


Arg 




Tyr 


Ser 


He 


Ser 


Ser 


Ser 


Arg 


Asp 


His 


Thr Pro 


Thr 


Glu 


He 




19 3 










910 










915 








920 






1 Q/1 
-L _7 *1 


C3.C 


ctg 


act 


gtg 


gee 


gtg 


gtc 


ace 


tac 


cac 


ace 


gga gat 


ggc 


cag 


ggt 


3017 


i j j 


ril S 


Leu 


Thr 


val 


Ala 


Val 


Val 


Thr 


Tyr 


His 


Thr 


Gly Asp 


Gly 


Gin 


Gly 




1 

1 JO 








QIC 










93 0 








935 










C CC 


ctg 


cac 


cac 


ggt 


gtc 


tgc 


age 


aca 


tgg 


etc 


aac age 


ctg 


aag 


ccc 


3065 


J. -? o 


fL O 


Leu 


HIS 


ril S 


Gly Val 


Cys 


Ser 


Thr 


Trp 


Leu 


Asn Ser 


Leu 


Lys 


Pro 




199 






Q/1 /-I 
z) Hl U 










945 








950 










ion 

w u 


C3.3. 


gac 


cca 


gtg 


ccc 


tgc 


ttt 


gtg 


egg 


aat 


gee 


age gec 


ttc 


cac 


etc 


3113 


i n i 


bin 


Asp 


Pro 


Val 


Pro 


Cys 


Phe 


Val 


Arg 


Asn 


Ala 


Ser Ala 


Phe 


His 


Leu 




U 














960 










965 










^ U J 


ccc 


gag 


gat 


ccc 


tec 


cat 


cct 


tgc 


ate 


etc 


ate 


ggg cct 


ggc 


aca 


ggc 


3161 


— U*± 


Pro 


ril 

blU 


Asp 


Pro 


Ser 


His 


Pro 


Cys 


He 


Leu 


He 


Gly Pro 


Gly 


Thr 


Gly 




"inc 
U 3 


y /u 










975 










980 








985 






ate 


gtg 


ccc 


ttc 


cgc 


agt 


ttc 


tgg 


cag 


caa 


egg 


etc cat 


gac 


tec 


cag 


3209 


*j u / 


lie 


Val 


Pro 


Phe 


Arg 


Ser 


Phe 


Trp 


Gin 


Gin 


Arg 


Leu His 


Asp 


Ser 


Gin 




0 ft 

^ \J o 










990 










995 








1000 




i n q 
^ u y 


cac 


aag 


gga 


gtg 


egg 


gga 


ggc 


cgc 


atg 


ace 


ttg 


gtg ttt 


ggg 


tgc 


cgc 


3257 


it n 
J. u 


His 


Lys 


Gly Val 


Arg 


Gly Gly Arg Met 


Thr 


Leu 


Val Phe 


Gly 


Cys 


Arg 




T1 1 








1005 








1010 






1015 






ni o 
^ 1 Z 


cgc 


cca 


gat 


gag 


gac 


cac 


ate 


tac 


cag 


gag 


gag 


atg ctg 


gag 


atg 


gee 


3305 


*"> 1 T 


Arg 


Pro 


Asp 


Glu 


Asp 


His 


He 


Tyr 


Gin 


Glu 


Glu 


Met Leu 


Glu 


Met 


Ala 




2 14 






1020 








1025 






1030 








lie; 
~ X D 


cag 


aag 


ggg 


gtg 


ctg 


cat 


gcg 


gtg 


cac 


aca 


gee 


tat tec 


cgc 


ctg 


cct 


3353 


1.J.O 


Gin 


Lys 


Gly Val 


Leu 


His 


Ala 


val 


His 


Thr 


Ala 


Tyr Ser 


Arg 


Leu 


Pro 




217 




1035 








1040 








1045 












ggc 


aag 


ccc 


aag 


gtc 


tat 


gtt 


cag 


gac 


ate 


ctg 


egg cag 


cag 


ctg 


gee 


3401 


11 Q 

X J 


Gly Lys 


Pro 


Lys 


Val 


Tyr 


Val 


Gin 


Asp 


He 


Leu 


Arg Gin 


Gin 


Leu 


Ala 




u 


1050 








1055 








1060 






1065 




111 


age 


gag 


gtg 


etc 


cgt 


gtg 


etc 


cac 


aag 


gag 


cca 


ggc cac 


etc 


tat 


gtt 


3449 


«J «-J z 


Ser 


Glu 


Val 


Leu 


Arg 


Val 


Leu 


His 


Lys 


Glu 


Pro 


Gly His 


Leu 


Tyr 


Val 




no 
*j o 










1070 








1075 






1080 




11/1 
*J *± 


tgc 


ggg 


gat 


gtg 


cgc 


atg 


gee 


egg 


gac 


gtg 


gee 


cac acc 


ctg 


aag 


cag 


3497 


11C 

<J u J 


Cys 


Gly Asp Val 


Arg 


Met 


Ala 


Arg 


Asp 


val 


Ala 


His Thr 


Leu 


Lys 


Gin 




22 6 








1085 










1090 








1095 






-i O 


ctg 


gtg 


get 


gee 


aag 


ctg 


aaa 


ttg 


aat 


gag 


gag 


cag gtc 


gag 


gac 


tat 


3545 


228 


Leu 


Val 


Ala 


Ala 


Lys 


Leu 


Lys 


Leu 


Asn 


Glu 


Glu 


Gin Val 


Glu 


Asp 


Tyr 




^29 






1100 










1105 








1110 










230 


ttc 


ttt 


cag 


etc 


aag 


age 


cag 


aag 


cgc 


tat 


cac 


gaa gat 


ate 


ttc 


ggt 


3593 


231 


Phe 


Phe 


Gin 


Leu 


Lys 


Ser 


Gin 


Lys 


Arg 


Tyr 


His 


Glu Asp 


He 


Phe 


Gly 




232 




1115 










1120 










1125 










233 


get 


gta 


ttt 


cct 


tac 


gag 


gcg 


aag 


aag 


gac 


agg 


gtg gcg 


gtg 


cag 


ccc 


3641 


234 


Ala 


val 


Phe 


Pro 


Tyr 


Glu 


Ala 


Lys 


Lys 


Asp 


Arg 


Val Ala 


Val 


Gin 


Pro 




23 5 


1130 










1135 










1140 








1145 




236 


age 


age 


ctg 


gag 


atg 


tea 


gcg 


etc 


tga 


gggcctacag gaggggttaa 




3688 



OIPE 



PAGE: 6 RAW SEQUENCE LISTING DATE: 02/15/2000 

PATENT APPLICATION US/09/4 90,2 08 TIME: 15:06:25 

Input Set: 1490208. RAW 

240 tggggagatg gaggaaagtg atatccccca gcctcaagtc ttatttcctc aacgttgctc 3808 

241 cccatcaagc cctttacttg acctcctaac aagtagcacc ctggattgat cggagcctcc 3868 

242 tctctcaaac tggggcctcc ctggtccctt ggagacaaaa tcttaaatgc caggcctggc 3928 

243 gagtgggtga aagatggaac ttgctgctga gtgcaccact tcaagtgacc accaggaggt 3988 

244 gctatcgcac cactgtgtat ttaactgcct tgtgtacagt tatttatgcc tctgtattta 4048 

245 aaaaactaac acccagtctg ttccccatgg ccacttgggt cttccctgta tgattccttg 4108 

246 atggagatat ttacatgaat tgcattttac tttaatc 4145 



Please review the 

Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 



"PAGE: 7 w VERIFICATION SUMMARY^ DATE: 02/15/2000 

PATENT APPLICATION US/09/4 90,2 08 TIME: 15:06:25 

Input Set: 1490208. RAW 

Line ? Error/Warning Original Text 



10 E Input 4110, Calc# Bases 4145 differ 



<211> 4110 



